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	Salillas etal (2021)
Selective targeting of human and animal pathogens of the Helicobacter genus by flavodoxin inhibitors: efficacy, synergy, resistance, and mechanistic studies
	

	
	Galano-Frutosetal (2024)
L-Thyroxine and L-thyroxine-based antimicrobials against Streptococcus pneumoniae and other Gram-positive bacteria
	

	
	García-Cebollada etal(2025)
ProteinLIPs: a web server for identifying highly polar and poorly packed interfaces in proteins
	

	
	Alonso etal (2024).pdf
Association between missense variants of uncertain significance in the CHEK2 gene and hereditary breast cancer: a cosegregation and bioinformatics analysis
	

	
	Galano-Frutoset al2022
A look at the face of the molten globule: structural model of the Helicobacter pylori apoflavodoxin ensemble at acidic pH
	

	
	García-Cebollada etal (2022)
Protposer: the web server that readily proposes protein stabilizing mutations with high PPV
	

	
	Galano-Frutos etal (2021)
Molecular Dynamics Simulations for Genetic Interpretation in Protein Coding Regions: Where we Are, Where to Go and When
	

	
	García-Cebollada etal(2025)
ProteinLIPs: a web server for identifying highly polar and poorly packed interfaces in proteins
	

	
	Lamazares etal (2015)
Rational stabilization of complex proteins: a divide and combine approach
	

	
	Galano-Frutos&Sancho(2024)
Energy, water, and protein folding: A molecular dynamics based quantitative inventory of molecular interactions and
forces that make proteins stable
	

	
	Helena García-Cebollada et al. (2025)
ProteinLIPs: a web server for identifying highly polar and poorly packed interfaces in proteins
	



